S1 Table. Number of spermatocytes analyzed, mean MLH1 foci numbers and relative SC length per spermatocytes, and MLH1
distribution comparison.

Mean number of MLH1 foci per Mean relative length® per MLHZ1 Distribution
spermatocyte (£SE) spermatocyte (£SD) comparison®
Individuals cNe?isgf SSC2 SSC8 SSC9 SSC2 SSC8 SSC9 SSC2 SSC8 SSC9
Controls 264 1.99 (0.03) 1.86(0.02) 1.90 (0.03) |6.63 (0.74) 5.29 (0.59) 5.14 (0.56)
T34he 63 1.97 (0.09) 1.73(0.06) 1.76 (0.07) |6.75(1.02) 5.31(0.55) 5.03(0.65) [0.523 0.244 0.638

® number of spermatocytes analyzed by FISH (p and g arms identified for SSC2, SSC8 and SSC9).
® Percent of total autosomal SC length.

¢ p values from Kolmogorov-Smirnov tests (comparison between T34he and controls)

* P<0.01; ** P<0.001 compared to controls.



